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>NM_058244 ACCESSION :NM_058244 NID: gi 17505194 ref NM_058244.1 

Homo sapiens wingless-type MMTV integration site family, 
member 8A (WNT8A) , transcript variant 2, mRNA 
Length = 1899 

Score = 708 bits (1808), Expect = 0.0 

Identities = 331/337 (98%), Positives = 331/337 (98%) 

Frame = +2 

Query: 33 CLTFSLFGRSVNNFLITGPKAYLTYTTSVALGAQSGIEECKFQFAWERWNCPENALQLST 92 

C FS SVNNFLITGPKAYLTYTTSVALGAQSGIEECKFQFAWERWNCPENALQLST 
Sbjct: 143 CAAFSASAWSVNNFLITGPKAYLTYTTSVALGAQSGIEECKFQFAWERWNCPENALQLST 322 

Query: 93 HNRLRSATRETSFIHAISSAGVMYIITKNCSMGDFENCGCDGSNNGKTGGHGWIWGGCSD 152 

HNRLRSATRETSFIHAISSAGVMYIITKNCSMGDFENCGCDGSNNGKTGGHGWIWGGCSD 
Sbjct: 323 HNRLRSATRETSFIHAISSAGVMYIITKNCSMGDFENCGCDGSNNGKTGGHGWIWGGCSD 502 

Query: 153 NVEFGERISKLFVDSLEKGKDARALMNLHNNRAGRLAVRATMKRTCKCHGISGSCSIQTC 212 

WEFGERISKLFVDSLEKGKDARALMNLHNNRAGRLAVRATMKRTCKCHGISGSCSIQTC 
Sbjct: 503 NVEFGERISKLFVDSLEKGKDARALMNLHNNRAGRLAVRATMKRTCKCHGISGSCSIQTC 682 

Query: 213 WLQLAEFREMGDYLKAKYDQALKIEMDKRQLRAGNSAEGHWVPAEAFLPSAEAELIFLEE 272 

WLQLAEFREMGDYLKAKYDQALKIEMDKRQLRAGNSAEGHWVPAEAFLPSAEAELIFLEE 
Sbjct: 683 WLQLAEFREMGDYLKAKYDQALKIEMDKRQLRAGNSAEGHWVPAEAFLPSAEAELIFLEE 862 

Query: 273 SPDYCTCNSSLGIYGTEGRECLQNSHNTSRWERRSCGRLCTECGLQVEERKTEVISSCNC 332 

SPDYCTCNSSLGIYGTEGRECLQNSHNTSRWERRSCGRLCTECGLQVEERKTEVISSCNC 
Sbjct: 863 SPDYCTCNSSLGIYGTEGRECLQNSHNTSRWERRSCGRLCTECGLQVEERKTEVISSCNC 1042 

Query: 333 KFQWCCTVKCDQCRHWSKYYCARSPGSAQSLGKGSA 369 

KFQWCCTVKCDQCRHWSKYYCARSPGSAQSLGKGSA 
Sbjct: 1043KFQWCCTVKCDQCRHWSKYYCARSPGSAQSLGKGSA 1153 
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NM_058244 1899 bp mRNA linear PRI 21-DEC-2003 

Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A) , transcript variant 2, mRNA. 
NM_058244 

NM_058244 .1 GI : 17505194 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini ; Hominidae; Homo, 

1 (bases 1 to 1899) 

Saitoh, T., Mine,T. and Katoh,M. 

Expression and regulation of WNT8A and WNT8B mRNAs in human tumor 
cell lines: up-regulation of WNT8B mRNA by beta-estradiol in MCF-7 
cells, and down-regulation of WNT8A and WNT8B mRNAs by retinoic 
acid in NT2 cells 

Int. J. Oncol. 20 (5), 999-1003 (2002) 
11956596 

GeneRIF: Expression and regulation of WNT8A mRNA in human tumor 
cell lines 

2 (bases 1 to 1899) 
Saitoh, T. and Katoh,M. 

Molecular cloning and characterization of human WNT8A 

Int. J. Oncol. 19 (1), 123-127 (2001) 

11408932 

REVIEWED REFSEQ : This record has been curated by NCBI staff. The 
reference sequence was derived from AB057725 . 1 and AY009402 . 1 . 



Summary: The WNT gene family consists of structurally related genes 
which encode secreted signaling proteins. These proteins have been 
implicated in oncogenesis and in several developmental processes, 
including regulation of cell fate and patterning during 
embryogenesis . This gene is a member of the WNT gene family, and 
may be implicated in development of early embryos as well as germ 
cell tumors. It encodes a protein which shows 81% amino acid 
identity to the mouse WntSA protein. Among members of the human WNT 
family, this protein is most similar to WNT8B protein (64% total 
amino acid identity) . Alternative splicing of this gene generates 
two transcript variants. 

Transcript Variant: This variant (2) contains an additional 
fragment in the 3' region, as compared to variant 1. This fragment 
shifts the reading frame and contains a stop codon. Isoform 2 
encoded by this variant is shorter and has different C-terminus 
than isoform 1. 
FEATURES Location/ Qualifiers 

source 1 . . 1899 

/organism= "Homo sapiens" 
/ mo 1_ type = " mRNA " 
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/ db_xre f = " t axon : 9 6 0 6 " 

/chromosome^ " 5 " 

/map="5q31" 

1. .1899 

/gene="WNT8A" 

/note=" synonym: WNT8D" 

/db_xref = " Gene ID : 7478 " 

/ db„xref = " Locus ID : 7478 " 

/ db_xref = " MIM : 606360 " 

101. .1156 

/gene="WNT8A" 

/note=" isof orm 2 precursor is encoded by transcript 
variant 2; WNT8d precursor; 

go_component : extracellular [gold 0005576 ] [evidence lEA] ; 
go_f unction: signal transducer activity [gold 0004871 ] 
[evidence lEA] ; 

go_j)rocess: development [gold 0007275 ] [evidence lEA] ; 
go_process: frizzled-2 signaling patliway [gold 0007223 ] 
[evidence lEA] " 
/codon_start=l 

/product^ "wingless-type MMTV integration site family, 

member 8A isof orm 2 precursor" 

/protein„id= " NP_490645 . 1 " 

/db_xref ="GI : 17505195 " 

/db_xref = " Gene ID : 7478 " 

/ db_xref = " Locus ID : 7478 " 

/ db_xref = " MIM : 606360 " 

/translation="MGNLFMLWAALGICCAAFSASAWSVNNFLITGPKAYLTYTTSVA 

LGAQSGIEECKFQFAWERWNCPENALQLSTHNRLRSATRETSFIHAISSAGVMYIITK 

NCSMGDFENCGCDGSNNGKTGGHGWIWGGCSDNVEFGERISKLFVDSLEKGKDARALM 

NLHNNRAGRLAVRATMKRTCKCHGISGSCSIQTCWLQLAEFREMGDYLKAKYDQALKI 

EMDKRQLRAGNSAEGHWVPAEAFLPSAEAELIFLEESPDYCTCNSSLGIYGTEGRECL 

QNSHNTSRWERRSCGRLCTECGLQVEERKTEVISSCNCKFQWCCTVKCDQCRHWSKY 

YCARSPGSAQSLGKGSA" 

101. .1108 

/gene="WNT8A" 

/note="KOG3913 ; Region: Wnt family of developmental 

regulators [Signal transduction meclianisms] " 

/ db_xr e f = " CDD : 21691 " 

101. .172 

/gene="WNT8A" 

173 . .1153 

/gene="WNT8A" 

/product= "wingless-type MMTV integration site family, 
member 8A, isof orm 2" 
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1 cagaattttc 
61 ggccctgagc 
121 ctgggcagct 
181 tttcctgata 
241 ccagagtggc 
301 aaatgctctt 
361 catacatgct 
421 tgacttcgaa 
481 gatctgggga 
541 ggacagtttg 
601 cggcagactg 
661 gagctgcagc 
721 cctaaaggcc 
781 tgggaacagc 



tcacataaat 
tggacctggt 
ctgggcatat 
acaggtccca 
atcgaggagt 
cagctctcca 
atcagctctg 
aactgtggct 
ggctgcagcg 
gagaagggga 
gcagtgagag 
atacagacat 
aagtatgacc 
gccgagggcc 



actgaggaag 
ccactggggt 
gctgtgctgc 
aggcctatct 
gcaagttcca 
cccacaacag 
ctggagtcat 
gtgatgggtc 
acaatgtgga 
aggatgccag 
ccaccatgaa 
gctggctgca 
aggcgctgaa 
actgggtgcc 



accctgccct 
aggcagggcg 
attcagtgcc 
gacctacacg 
gtttgcttgg 
gctgagaagt 
gtacatcatc 
aaacaatgga 
atttggggaa 
agccctgatg 
aaggacatgc 
gctggctgaa 
aattgaaatg 
cgctgaggcc 



ctcctcactc 
a^tggggaacc 
tctgcctggt 
actagtgtgg 
gaacgctgga 
gctaccagag 
accaagaact 
aaaacaggag 
aggatctcca 
aatcttcaca 
aaatgtcatg 
ttccgggaga 
gataagcggc 
ttccttccta 



ctctggactt 
tgtttatgct 
cagtgaacaa 
ccttgggtgc 
actgccctga 
agacttcctt 
gtagcatggg 
gccatggctg 
aactctttgt 
acaacagggc 
gcatctctgg 
tgggagacta 
agctgagagc 
gcgcagaggc 
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841 ggaactgatc tttttagagg aatcaccaga ttactgtacc tgcaattcca gcctgggcat 

901 ctatggcaca gagggtcgtg agtgcctaca gaacagccac aacacatcca ggtgggagcg 

961 acgtagctgt gggcgcctgt gcactgagtg tgggctgcag gtggaagaga ggaaaactga 

1021 ggtcataagc agctgtaact gcaaattcca gtggtgctgt acggtcaagt gtgaccagtg 

1081 taggcatgtg gtgagcaagt attactgcgc acgctcccca ggcagtgccc agtccctggg 

1141 taagggcagt gcctgataat accccacaca agttcacttg attaattgca tcagtggaag 

1201 gggacatagc ttctctctta gagagaacag attggaaagc aatcggaaaa ttgcagtttt 

1261 ggtctgtagt cctcatgata tctgctatca gtggggaaaa tggaggccca agattctaca 

1321 gcatattcct ggcggggctg aaattggaac ctgggcctcc tgactttggc agacccccat 

1381 ttcatctttc ctgcaaacta ctttcccatc tttgtgcctg tacttatgca gctttctaca 

1441 gggagagttt ggtttggggt ctatatctag agggaccttc aaagtatttg ttcctttaaa 

1501 tttcagacca tgtccaaccc agctgtgctg ctgggaatca ggagaataga agcaaaaaac 

1561 gaaagagttc tgttcagact tctgaagagc agcctgtggc tacaaatcta tgctgataaa 

1621 tgagattgag aactcaactg tattttgcca taaatgcttc taagatatat ccagctggga 

1681 cttctattac tccctttgga aaccttaaga tcaaaaaggg aataagaaac ccttcttctg 

1741 tatcccaata atccaccagg ataaaggaga aactagaaat atgcaactcc cttgatttca 

1801 gtgtttggca ggtaacaaaa aattgagacc cagacactgg tcaacaggaa aacaatacag 

1861 actcccagaa ttagaaagtg ttattttaat gcaacctag 
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